Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.003 Å; R factor = 0.035; wR factor = 0.117; data-to-parameter ratio = 11.4.
Experimental
Crystal data C 16 H 25 NO 2 M r = 263.37
Orthorhombic, P2 1 2 1 2 1 a = 6.4740 (7) Å b = 14.1928 (13) Å c = 16.7914 (16) Å V = 1542.9 (3) Å 3 Z = 4 Mo K radiation = 0.07 mm À1 T = 293 K 0.28 Â 0.20 Â 0.12 mm
Data collection
Rigaku R-AXIS Spider IP diffractometer Absorption correction: multi-scan (ABSCOR; Higashi, 1995) T min = 0.980, T max = 0.991 15222 measured reflections 2044 independent reflections 1664 reflections with I > 2(I) R int = 0.022 Refinement R[F 2 > 2(F 2 )] = 0.035 wR(F 2 ) = 0.117 S = 1.11 2044 reflections 180 parameters 1 restraint H atoms treated by a mixture of independent and constrained refinement Á max = 0.14 e Å À3 Á min = À0.12 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Data collection: RAPID-AUTO (Rigaku, 2002); cell refinement: RAPID-AUTO; data reduction: CrystalClear (Rigaku/MSC, 2002); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: X-SEED (Barbour, 2001); software used to prepare material for publication: publCIF (Westrip, 2010). (7) 0.0007 (7) C6 0.0456 (9) 0.0517 (8) 0.0431 (7) 0.0058 (7) −0.0011 (7) −0.0018 (7) C7 0.0526 (11) 0.0719 (10) 0.0537 (9) −0.0032 (10) −0.0084 (9) 0.0020 (9) 
